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1980 1985 B.Sc. Bogazici University Electrical Eng. Dept.

Research (main areas)

Protein Engineering and design , Bioinformatics, Omics analysis, GWAS, Algorithms

for Next Gen Sequening, Pathway analysis, Molecular Modelling , Docking,
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“Epigenetics of Epilepsy” IntenC International Collaboration Grant 2010-2013
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Applications” CNR International Collaboration Grant, TUBITAK 2012-2014

“Production of modified cellulases for textile applications” SANTEZ ( Science, Industry and
Technology Ministry Grant) 2013-2015.

“Directed evolution of enzymes using DNA shuffling technology” TUBITAK . 2013-2015.

“Advanced bioinformatics for genome and metagenome analyses and discovery of novel
biocatalists from extremophiles: implications for improving industrial bioprocesses (Horizon
2020 — Marie Curie-Sklodowska RISE). 2014-2018.

“ Identification of epigenetic factors and targeted pathways affecting Colon Cancer aetiology”,
TUBITAK. 2015-2018.
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